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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PPMIM 132160 BC009644 NM._ 144641

About the gene

Official Symbol PPMIM

Previous Symbol -

Official Full Name | protein phosphatase, Mg2+/Mn2+ dependent 1M

Synonyms PP2Ceta; FLJ32332

Location 3p21.2

Gene Type protein-coding gene

Uniprot ID Qo6MI6

Pathway/Library Phosphatases Library

PPMIM (Protein Phosphatase, Mg2+/Mn2+ Dependent 1M) is a Protein Coding gene. Gene Ontology
Gene Summary (GO) annotations related to this gene include phosphoprotein phosphatase activity and RNA polymerase 11
CTD heptapeptide repeat phosphatase activity. An important paralog of this gene is PPM1H.
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D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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